Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.137; data-to-parameter ratio = 20.1.
Related literature
For general background, see: Noolvi et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Comment 2-Chloro-3-(4-dimethylaminostyryl)quinoxaline is a reactant for the synthesis of quinoxaline derivatives that possess anticancer properties (Noolvi et al., 2011) ; the chloro substitutent is exchanged for other organic radicals. We have used the 3-(4-dimethylaminostyryl)quinoxaline as reactant to furnish the title derivative (Scheme I). The quinoxaline fused-ring and the phenylene ring are nearly co-planar (dihedral angle 2.52 (2)°) (Fig. 1) . The water molecule is hydrogen bond donor to an N atom of the fused-ring as well as an O atom of the oxazolinone unit, the two hydrogen bonds generating a linear chain running along the c-axis of the monoclinic unit cell (Table 1) .
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Experimental
To 3-(4-dimethylaminostyryl)quinoxaline (1 g, 3.43 mmol), potassium carbonate (0.71 g, 5.15 mmol) and a catalytic amount of tetra-n-butylammonium bromide in DMF (40 ml) was added bis(2-chloroethyl)amine hydrochloride (1.22 g, 6.87 mmol).
The mixture was heated for 48 hours. After the completion of the reaction (as monitored by TLC), the inorganic material salt was filtered and the solvent was removed under reduced pressure. The solid product was purified by recrystallization from ethanol to afford colorless crystals.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93-0.97 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2-1.5U(C).
The water H-atoms were located in a difference Fourier map and were refined with a distance restraint of O-H 0.84±0.01 Å; their temperature factors were refined.
Omitted were 0 1 1 and 0 2 0. H 2 O at the 70% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. 
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. (7) 0.0251 (7) −0.0012 (7) 0.0024 (7 
